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(57) Abstract 

A method for reconstituting Sendai virions which comprises introducing the genome of Sendai virus into a host wherein all of the 
early replication genes have been expressed. This method enables gene manipulations of Sendai virus and thus makes it possible to utilize 
Sendai virus efHciently as a vector. 
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mmm 

mm 

-t>^>f ->>r;i/;^ (Sendai virus) H:. HVJ (Hemagglutinating virus of 
Japan) t^^iifi. /<7 ^ ^ vi^^^u;^^ (Paramyxoviridae) . /l^^^vi; 
'OX^T.m (Paramyxovirus) t:iS1"S>'^v-i' >7;i/i>if 1 ^t^^^^T, 

> '^'^3SlR®^si:tt^^e.^cv»yyAENA (jitT r (-) ^mj i:«-»r5o ) * 

^ttx dsENAi^-r;!/;^ (double stranded BNA virus) . (+) tmktp-()ix^ 
(-) ®RNA'J;>f;p;^©3#K:^^^ns„ dsRNAe;^';u;^^;i.-r(3H:, u 

RNA>yyA4;gUTv^5o (+) ^ENA'i;'f;i/;^{w(i> 4t •;;r'^>r;p;^. i/>Kt 
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^ntimrsa^ft^^Jg^U S"J®Jfflli!SK:i>:>t?fce»-rSi:i:®f?Stl:tjj ^ 
M^o ( + ) ^RNA'i7'r;u;^{i:»-!®^n5i>> h-ti;^'i7-f;u;^-^ (-) mnkt?^ 

^ )V7,n\:.^m-^mT7' >fm^^-( )\y7. (Adeno-associated virus) li. ^Pk 

Kt;^'i7>r;i/;^fi*0 (+) ^RNAa:feJS:t>4Wr5 muniz^K-^mttp 

Att ( + ) m. (-) Mi:t){wfe}S:^>fe;^b^j:v> (iffilliaf*|{w^A^nT*» t?^;!/ 

^rziimm^i^'^-(ji7.^i^mt?>ctx;k^o ) 
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. SV40 (J. Exp. Cell Res., 43,415-425(1983)) CDi^lZ. 

y A DNA^ it mxt^z.tiz^*)mj^'^zt t^pimx $> 5 » 

X$>%o mt{£. Tii^):t'!?^)l7.Xtiis mmLtzMK^it^lfiBmtli^t^Ht 
iP. tXizm9^tzm^^ilXl^Z (Journal of Experimental Medicine, 110,6 
5-89(1959)) o tfz. ±Ai)^^W^-()V7. (Sefflliki forest virus; SFV) X 

«:> m^mm<Dmm^mmw-^{^^mmti ci 2: cz j: o . cDu^mmf^izm 

AfSCfctioT'i^-r JlT.^mm^ffi^m'dib 5 C nr V ^ S (Jour 
nal of Virology,65,4107-4113(1991)) o 
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?)i^T^^S [Bio/Technology, 11, 916-920(1993), Nucleic Acids Research,23, 
1495-1501(1995). Human Gene Therapy,6, 1161-1167(1995). Methods in Cell B 
iology,43,43-53(1994). Methods in Cell Biology,43,55-78(1994)] » 

iliiibfci-5{C (-) liRNA-!7>f;i/;^ORNA(vRNA; viral m)ttzit^<D^m 
mmicmicowplement&ry m)^S^^xmmPiizm\hXi> (-) liRNA>>>f;i/ 

fc:ov>TI3ttA«fe5*«. ^^m<Dn»P^^ffi^<0^t^Wi^tlXUi TEMBCJ., 

9,379-384(i990)j tt. nmomm^ifiiSii^cL tifim^ij^ttj^^ . mm^tt^^ 

mX\^^^±mmzm*)rifX\,^^ (EMB0.J.,10,3558(1991)#bb) c:i:A»e)b 
^i?X^io 

(-) OTA"^7'r;^:^©ll«lfiem{zo^^T^ ^ >y)i:j^>'*r^^ )i7.tzmLX 

i±ilSi^t^ibi (Annu.Eev. Microbiol. ,47, 765-790(1993). Curr. Opin. Genet. 
DEV., 2,77-81(1992)) o >7 8^fi5>yy A i 

n2> (-) mm^-()V7.x;ib?>o cne>o«^tcin«. «»e>d»i;«>-?o^t» 

® 1 0®cDNA{w^3t5t43gfi^^|f AU. ttz^M^^j&^^^^tS 8:^t^X(Dcd 

ui>^m^^firzm%&^i>\:.isb^-f)vxmM<o}i?m&nt^^^-^xmtL 

tzo z.tiio(Dmt.. RNA«c#<4RNA5j?Up«7— ei:&imiia(^(i#t«&rscii:t:i 
»). S«fi£A*f!^i:t;^ce tfc> (-) ^-*^RNA'>>r;i/;^(;ov>T(i> 
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(J. Virol. ,68, 713-719(1994)) „ 
^^Jl7.J>m^ (defective interfering particle/EMBO. J., 10,3079-3085(1991 

tiw&ff^cofeo ^omm. m^f^tzmx-r?>. cdna. te^asitziirscDNAi* 

^ ^^UlTMA^.V ;t^~-^mm^-y VX^^mkTii^U i^=f-=z.T^ >^ }V7.(0 

;L':^±g©cDNA$ (+) (-) mom^t^mM\.. imp^x (+) 

fe¥a«K{c:M1-5cDNAg^§l63SUTl^SiSBI!grtt^#At^;o ^OS^^-fe>^^ ^ 
^ J^^^^^f^^^'ty^^ r^>[ )i7.lk^^Mm^t^z.h\,z^isbX^^\.tzo tji^ 
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^ - T' ^ Sffl i>«c -fe > ^>r ^ o^«fig:&fT V ^ ^ s c t * 

So ^ci5. iUSHte^ttMS^ffi^^-r-^T^m-r-SiffllflStt. rj.virology, 68,841 
3-8417(1994)j IcHBte^nT* ^i3«*#S^LT^II#*»f^m-rSC:i:*SqI 
tiT-feSo J5c4b\ ^XiKIBttOilliatt. •fe>^>f >^>(';u:^jfie^©^^, NP. P/ 

P/C. L©3#^D^eK$f63KLT^^•5o 

mtbx± y^^tp^ )\^7.n=i-<DMmmzWLyii\^tz a t *«b^iz j: oT-fe > ^ 
■r «c b t>*iB WOT© t) o s^tf o 

(2) lofei±©«tl6MaM>tfi^As&^^nTv^Sc:i:Si^S[i:-r5 (1) 
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fctt (2) {ciB«OiifIife^fli:-fe>^^''i7^';i/;^. 

(4) (1) - (3) OVN-rn6»{wiB«©ifa^^<*:-b>^'r'i7^';i/;^ti^Sn 
SRNA^^tfRNA. 

(5) (1) - (3) (Di^ttitf>izi^m(Dmmtii.'^>'5r-( ^-()i7.iz^tti 

( 6 ) (a) ( 4 ) i fett ( 5 ) tciB«®ENA*te¥ b ^ SflScDNA^^tfDNAi: 

. {hmdM^mmtLxmimp^ttzi±mmpi-c (4) t^tt (s) t3s3«®RN 

(7) (a)-b>^^'f •>>f;w;^6DNPMaM. ?/cm&mis^umBm i^m&n 
ammcom^^^tim&nx^^u) ^mmt^m^t. (b) (4) tta ( 

5) Hi2IS©RNAi:^£^tr=^^y 

^OiS^±=&«1-5MfiM•r•4)J:v^) ^%S-r-5!SiC> (4) Sfett (5) tclB 
«0ENA*#A1-SCi:*^tf> (1) (3) c[)V>1'n3{)»tciBtt®«l8l^<*-fe 

(9) {&)-^>y-( jiT^cows^n. ?/cm^nii^uim^n^^mti 

(b) (4) Sfefci: (5) ©V^-rn*>CIB«©mtfeH:cRNA4te^U^5«g 
ScDNA*^trDNA> (c)mA*«ISi:UT^®^mi*l*fettilffll!ai^-e (4) ifeli 

(10) '\:>^-( ji7.<Dfi?m&w. ?/cm&n^^mm!^n^f^Mtim 

(4) (5) l3iB«®ENA&e:?LoS^ScDNA*^tfDNAi:. ^DN 

A^i^^i:UTIS®^Wl^^fcMiaf*lT* (4) ttzii (5) {clBlficDRNA^ML 

9 hi:4«Ar5ci:^#tf. (1) - (3) (D\,^rni?iziidm<Dmm 
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(11) ^±{1 (3) i3«©Mtfex.i*:-fe>y>f ^MLtz 

(12) (3) ^m<omsit^-b>sr>( )V7.^^^izmxu i^mmttz 
p/csasijimMeM (^gas{iiRi^®rst4^#f snasr-^j: 

(Sendai virus Z strain) > 7'>5|^ (Sendai virus Fushimi strain) I?** 



wo 97/16539 



9 



PCT/JP96/03069 



;l {w ^ ^ n RNA© V ^ ^ 5 gPte ir \ 5 ^*^43t fii^ *JJf A ^ nx V ^ T > 

-t>y>f )i7.miz^i^xtiis imm (5'-agggtcaaagt-3*) i:R 

2iE^J (5'-GTAAGAAAAA-3') tOfSiZ. 6©^»C!)igSS[*:&f SiBJ^J 
=&#A1-i.^:i:*5S^LV^ (Journal of Virology, Vol. 67,No.8,(1993)p.4822-4 
830) o ^S»^lfAbfe^*i4jte^©^jS«tts iS^E^»A©ttg^ ^fciftfe 
^=^OB5^©RNAJg«iB?[|{3j:!3iliSb^5„ -b >^'r A^^RNAlwisi^ 

RNAi)*iK¥^nsiqi§"r, ^**4jtfi^srDt-^-T«ttijfA-r5ig:'M** 
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^vi^;i/^-> (heiagglutinin) TS^4i:y >r ^ ^-y— If (neuraminidase) fS 

to sFs es^afe^f 5 ;i i: tc J: t) . ii«ifig$iife-ir > >f )ix tmm<Dmm 

•^?t ^ A U AXfl«J «c y :4f V - A ^ -B-felSiill^ U 5j< V - A ©Si 

mti£. m^umcoinmi^^tiSi ^ sFsas-^HNseHotiuiii^xx t h- 
^;i/;^s^f4{c@iito5jfi^i^dsfs*4<b$n. ^^ji^.^m^^TTstm-t. zo^ 
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m 1 ttpUC18/T7(+)HVJRz.DNA®«lfilc4^.-ria-^*>5o 
2 H:pUC18/n(-)HVJRz.DNA©«^*^-r0-efe5e 
@ 3 liCV-liffl|jia^©SeVgpl20©JS;3S^©l^rai:HAU©fiiSz;^gpl20O«Mi:O 

im&m 1 ] -bV^-f "^-f hpUC18/T7(-)HVJRz.DNAib'J:rfpU 
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C18/T7(t)HVJRz.DNAg)f^S!t 

DNA. UJt^-tf^Aiee^^rdOjidfS^-rSDNA^^ pUClSr^;^ ^ KCff A tfc 
r^^Ts^ h*pUC18/T7(-)HVJEz.DNA*{tSliUfco l^tzs T7 rp^-^-, (+)g|RN 
A*«te¥*n5J:-5tci9:gt^nfe-b>y>f •>^;i/;:^cDNA^ U jJ^-tf-T Aiftfe^ $c 
0«{3«J$-rSDNA*. pUClSr^:^^ Y\znXLtzry7.K KpUC18/T7(+)HVJEz 
.DNASf^SJ bfeo pUC18/T7(-)HVJRz.DNA*J J:t;fpUC18/T7(+)HVJRz.DNA©iBlfie^S 

[^fflB0!l2] cDNA)!)>P>g>-b>y>f >ty>f ;i/:;^B«B&^f ^ 

Jia*2.000,000<ai:MEM^Jfe(MEM +FBS lOX) Znlii&gSJnU CO2 5X. 37"C0lfe# 
TT-ZmS^^Lfco ^«fa[&l5l')(*tx l■l©PBS*ffll^T^5fe^*Lfe^> 

(noi/nultiplicity of infection) *»2 fcJ&S J;-5t388«{L/fe. T7:JfUp< 
5—1? S^]^^ 5^Figl;?.i*:7 ^^-Tt>^ vTF7-3^0. Inl^PBStcS® Ufe 

s msoj^lft^ffofeo •>-1';i/;^^»8[SIIJe*U lml©PBSSffl^^Ti5fe^#tfeo 
dOi^-V-KC. cDNAa^fftS^triglfe^^SSDL^co cDNA^ift^^tf^JfeCDftMli 

. p6EM-L, pGEM-P/C, pGEM-NP *^tr) *1.5ml©1J->r U D 
> HBS(Hepes buffered saline; 2O111M Hepes pH7.4, ISOniM NaCl)$:j!jO;tTES$ 
O.lmHcLfco (-)tfe<i(+)cDNAB:. r^7.X KpUC18/T7(-)HVJRz.DNAS 

fca:pUC18/T7(+)HVJRz.DNA^O*(Z)S^b. /Ctt^lttC^Sx /Ltt$iM»||MluI 

ffe:^x ^•;;^^U>^a-y£D4'T\ HBS 0.07ml, DOTAP(^-'J V>M 
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(o^m-a^ lo^a^gbfeo ztnz^ mm^mm (zni mem +fbs lox) ^mmvtz 

o #e)t3:i©4'{37^^-T'i7>r;i';^©ll^S)T-*5U77>ti^> (Rifampic 
in) hi/>r7h:y KC (Cytosin arabinoside C/Ara C) SSiiil^JS** 
^n-enO.lHg/Bl, 0.04ig/iil^«:5J;"5t3Mtfco ^ntiD^ cDNA^M* 

fco dOiaBflSTft^^ l^tw^xbfc«IIIS8J[i:*5i-5tcPBST-#«ilU O.Sml jg« 

\^i&Vtz't7'i J\/X}^(D1M (hemmaglutinin unit)^:^ PFU(plaque forming uni 

HAU©Sl^ttaT®J:'5tcfT«:ofco MOSkm^. 400x g,10^P^iS.C>U ±tS 
^JtTfeo mtkm^s imoiOO^M®PBST-!KSU Cix*^ e>H400x g, 10 
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^^2xMEMi:2%S^:g:55•CT-?i^f ^ e) t g$li§^0.0075ing/iDl t. ti^ii o 

T-e37'C3BF^(*lgLfco O.2id10O.1%7 xy-;Hx K^Jflx.. 37'C 3I^F^^ 
&PFU/Bli:UTMUfco 

tCie;»S«cH^OcDNAT-*SpGEM-U pGEM-P/C:te J; WEM-NPO*. -fv^fo.^- 

i/3>i^p^. siPtsaufciDflSis^ HAU. PFu ^-^n-en^Lfeo 
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HAU. PFU^i:*){C^Ufc1^->7-;bSMiiii:»T-tt:Si:Lfc^. :S??jiLT20ii;-6 
0X©i/3*l?&JtigiBJSili»T-MI8L. 12.5XSDS-PAGET*iieK=£rt9-iaiLAci:C:5. 
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ofeo ^miiimmm2tmmx'$>^ifi, mMm2X'\±cMktt'hiz. pgem-l, pg 

EM-P/C, pGEM-NP©3#^iffi!flai*Itw#AbfeO{3^Us ^^HS^T-tt. pGEM-L, pGE 

M-p/c, pGEM-NPo^ ■b(DBM<o2m^tzai-m(D^^cdutt<bizmmmzmx 

'i:'^«ca^^®cDNAT**5pGEH-U pGEM-P/C43<t WEM-NP®M> -O:^^^-^/ 

3>i^F^> mmz^mvtzmm&i. hau. pfu ife-en-en^^ufeo 
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■fe>^^ 'i'^^l'J^te^^-y hpUC18/T7(-)HVJRz.DNAiiJ;WC18/T7(+)HVJRz 

—if (EPICENTRE TECHNOLOGIES: Ampliscribe 17 Transcription KiDCliSin v 
itro RNA^figi&fTofco in vitro Mk-^m(D:^mt^^y horn V^)Hz'i}t^tz 
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ffacDNA 'tiK.Ut) PCEM-Ui)s) pGEM-P/C(u8) pGEM-NP(iig) «SI$flB (l») |OBtt "AU FFU 
in viira(-)RNA 10 4 2 4 40 1.00E-f06 512 2Xlo' 

in vitio(-)RNA 10 4 2 4 40 1.00E-fO6 

in viin>(+)RNA 10 4 2 4 40 I.00E«O6 2 SXIO^ 

in viira(-»-)RNA 10 4 2 4 40 1.00E-f06 <2 ND 

(1) ^3f5jSe^ (HIV-1 gpl20jfifi^) 35)JJfA^nfe-fe>t5^^''i7'i';i/;^^^^ 

- rpsevgpizoj omm. 

-7- a (5' -TGCGGCCGCCGTACGGTGGCAATGAGTGAAGGAGAAGT-3' ) (iE^J#^ 
: 1) 3.Xir^^-^-d (5'-TTGCGGCCGCGATGAACnTCACCCTAAGTTTTTVTTACTACGGC 
GTACGTCATCTTTTTTCTCTCTGC-3' ) (K?!J## : 2) rpNi432j ±OHIV-l 

gpl20afc^$*Si|6fi?J&PCRa5{wJ:t)Ji*St^co TA^D-=>i^SfTV\ NotIT*»g 
{bb> cnSNotlT-r^-fbLfe rpsevi8*j tzIfAbfeo i>:i>T% ::nSE.Coli{w?F^ 
MSmt. E.Coli©^i3D--®DNA& TMiniprepj DraIII?i<b^^ 
mi*l6$ffl>s jaci&^nfcDNA(>!)^t)*fA{CJ:DSSf#^n5.;*;§^©DNA»iM-^^ 

^nfc. gpl20CDjfA^nfcpSeV18** rpSeVgpl20j tVi^t^o 
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(2) pSevgpi2os«j§rs-fe>^'r i^^;!/;^ {Sevgpm) omm^RUgprno 

LLtM2«IJja{wpGEM NP, P,L©ffetz. ^ e>{3pSeVgpl20*?SAbfeJ.il^1^(i. USSM 

tftif (ELISA) S^foAco HAUCaj^tt. ||«I0!I2 i:|g«©:??^t?fTofeo 

ELISAttfeiTCJiatfTofeo HIV-l(3?rf1-5^>'^D:h-;i.JS<*:-eao 
fe96'i7a:;i/7'U- h{cl00/il©li£#4<&i^JPL. 37»CT-60^SjtS^-&fco PBST'iJE^ 
100;tzl©HRP«g^laHIV-l}fi;«:^®lIPLx ST-CT-BO^SlS^ *feo dn^PBST 

*»t4^fst^Tx 450nmOMST-t^m-r5c:i:(z<t Dgpl20©^]gai&Sy^bfeo 

t.tz. nhfitzt?>()V7.m.^. ^'\mMiz^m-^M. i^ttotfewsfr^^o cv 

o 'i7^';u^f«[^ltTPBS(-)T*i5fe?l»Ux plainMEMJgJfe (MEM^flfetzJni^^MAraCRi 

fsif h •;rs/>5&^2ipu:fe4)©) s^jnuTs 3rc7f48i^Hs*r.*-e-feo 

s ^ife^EIiRUs HAUOiRI^ {^mmitnWOlsm SVgpl20l6S©«^f^ (EL 
ISA) 4ffo;to Z(0^^m^^A^^\,Zmt<, ^ib\ CV-im®^#±^§SS^ 
WS^Ptcg^au. cnti J: Dflfi'i^'f ;i';^f«©HAUCDS«^3^m&tjcgpl20»3lo«i 

m (ELISA) <g^^S4:&t;^xro 
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^4 





CV.J J^mCFI) 




BP120(HAU) 


i;pl20(HAU) 


gpl20(HAU) 1 


0.10( 4) 


3.46(12S) 




0.15(32) 


1.81(128) 


1^,1^(512^12) 


O.Q5(?2) 


2^20(129 





gpl20©IB3S*e7x;;^>yDr--f >^StZj:t)ji?*fbfco SeVgpl20S 

©±^«rTCA (m(v/v). 7jc±T-15^) ^fcttTTOX^i^ (-20»C) fMU 

. IS.OOOrpmT-lS^ja^t^bx tfcl^bfeMS®^ rsDS-PAGE Sanple bufferj {m- 

K>r;i/m^i*i!j (sds-page) s?T^fce i*®)^. sas^PVDFiK {m-<t 
^) {lfe¥U ^D±-;i/J/i;<*:902S^ST'mP^S£;^-li-Ace ^>:t^T\ T-TB 
S-eiJfeif JomlgG (TTi/i-Att) $gaT*mSS^&$■B■^ T-TBST*j5fe?tbfco 
HRPI^^rD7^>r >A (7"Ti/-\'Att) =&^ST-mP^SJiS^-B-s T-TBST- 
iJtrfbfeo z:n{c4-;^DP-l-:^7 ;^ (4CNPlus) (^--fb^) «:»b^ gp 

i2o&«^mbfeo ^s$nsgpl2oo^^g®^ist>'^'> Kd^t^tii^n 

^ e>{c. CV-l«^©SeVgpl2O®^?fi!^©I^P5i:HAU0filSr/gpl2O®^3Kai: 
©§I^S)S?«Tbfco 10cin7-U-htc5xlO««i:'5:€.<ta{lCV-l«^^#. mUk 
#«]S10T-SeVgpl20=&^lfe^-&s ^©m30,43,53,70^F^i{lliDlOt&ife*lHlilXb 
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> mm<D§im^ikiim^vx. hauo^ij^. spizo^moiiki^ (elisa) ^^U'^x. 

s -ty^-i^-f ©HAt iter6DJiiPlc^2|i Tgpl20^MM *j ttSni-Slilql^^sL 
6 ] a>»O^g)iMliatI:fettaSeVgpl20g)ie%S0fgDl20CD#g.g)<gtif 

m<Dmi (ELISA) ?£fT^fco coj^m^astc^t-e 

as 







H AU 


rgpl20 ( tf g/mJ) 


CV-l 


96 


32 


2.5 


IXCMK2 


48 


16 


0.5 


CHO 


55 


4 


0.46 


NIH3T3 


48 


4 


0.25 


MT4 


24 


16 


0.8 


M0LT4< 


24 


16 


1.2 



tft w & ^T o -r ©iffliflaT sevgpi20©tg^s vgpi2o©^3K*jj^{ii ^ n o 
'^^^-j^Afflo^bi/^i^-- ej6e^*#«i-rsfetf). 7*7 >rv- (s'-aag 

CGGCCGCCAAAGTTCACGATGGAAGAC-3'(30iner)) (ie?!l#-t ; 3) S^Jfr^-Tv- (5 
'-TGCGGCCGCGATGAACTTTCACCCTAAGnTTTCTTACTACGGATTATTACAATTTGGACTTTCCGCCC- 
3'(69mer)) (i29>J#-t : 4) ^Si: LT '■pHvluciRT4j ^rffl^^Tx W 
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mmLtzo ^WWOUJ:-5mM$tOt)mt3^ i^fPBS(-)T-2Iel?Jfe^U Hysis buf 
ferj (Picagene WACO) 25/zl*^j!jPUs ct < ffil^ UT75»e>150O0rpiDT'2^P^5i/C» 

bfco ^(D±m^5ui^m^u (iatron) soui^muL. 

hCAflx (Luminous CT-9000D,DIA-IATRON) Ts^^^lSl^m^ 

Ufco ^tttt. CPS (counts per second) "e^bfeo dC^Mx ^^^24I^P^i 

(DCV-mmr. i^$^::ig^^;^i^7x^— IfrSi^d^tfetb^nfc (^6) o 55:*J> ;U'> 

41© rseVj T-^bTfe5) o ^lz{i2 ^D->0«^mi^^*^^tfeo 

me 



•lii >t i5ili 1^ (COUntS/lO SiSC) 








Luc/ScV 
SeV 


669187 
2891560 
69 
23 


S707815 

48 

49 





U 5«aJfe^^*^-fe>^^ JiA^Rjfigii^cofco 
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mm^ : 1 

ie^JCD^^ : 3 8 

mi<om : mm 
mom. ; -:^m 

TGCGGCCGCC GTACGGTGGC AATGAGTGAA GGAGAAGT 38 

mmm^ 2 

EfJOS^ : 6 9 

mom. : 

mnomM:i!is.ow>.m ^mu 

TTGCGGCCGC GATGAACTH CACCCTAAGT TTTTVTTACT ACGGCGTACG TCATCnm 60 
TCTCTCT6C 69 

iH?!l#-^ : 3 

mm^^ : 3 0 

mmom : mm 
mom : ~^m 
h^nDi^-'.mm^ 
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mm 

AAGCGGCCGC CAAAGTTCAC GATGGAAGAC 30 



IH^ijOS^ : 6 9 

mmom : mm. 
mi 

TGCGGCCGCG ATGAACTHC ACCCTAAGTT THCnACTA CGGAHATTA CAATTTGGAC 60 
mCCGCCC 69 
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2 . 1 •3i-:^±©^t6gaMifife^*safe^^nT v> 5 c: i: mwitt^m^co^m 

ENA^^tfRNAe 
RNAOcRNA^^trRNAo 

6. (a)a^©l5H4*fett5{::iBtt©RNA^fe^U95i^ScDNA&^trDNAi;. ( 
b)^DNAS^^i: tTiiC»Wf^tfel±iffllliaF^T-a^©l5a4 SfcttS {CIB tt©EN 

7. (a)-b>^^.j7^;i.;^oNPMeM> P/CSSW*' JitfLS^M (^USHttlSI 
CsB«©RNAi:3^^tf=^iy ho 

©RNA&«A-rsci:*^tf. ll*©l5ffll-30v>-rn3!ptiBtt0i(a«l ^<*:-fe 

s (b)lf*©^eH4Sf;ii50^^■rn*»(C|BIKOfiNA$)£:(±cENA^&«K¥U^5IIM 
cDNAS^tfDNA. (c)^DNA&^^i: UTa®^Wf^*fca:iilliai^T-m^©|gH4 
JiSCiBIICENA^te^U^S^-y h©3#$^tr=^';/ ho 
10. ■lr>:J'V'i7^';i.;^0NPgaS. P/CSaKi3J:l5Lgeg^^S1--51&i{; 



wo 97/16539 



25 



PCT/JP96/03069 



5fc«)0DNAo 



wo 97/16539 



1/3 



PCT/JP96A)3069 




W0 97/16S39 



2/3 



PCT/JP96/03M9 




mmitmm mum) 



wo 97/16539 



PCT/JP96/03069 



3/3 



O.Sjig 30 43 53 70 C 



I. 



o 

00 




□ 



INTCRNATIONAL SEARCH REPORT 



Inleniatioaal tpplicatioa No. 

PCT/JP96/03069 



CLASSinCATION OF SUBJECT MATTER 

Int. Cl6 C12N7/0 1, C12N15/45, C12N15/86, C12P21/02 



According to IntemrtioMl P»teat Omifictlioii (IPC) or to both n.tioMi da ssifiation and IPC 
FIELDS SEARCHED 



Mimrnum documeauiioo «.iehed (dMiinctioo system followed by dsssificiioD symboU) 

Int. Cl^ C12N7/01, C12N15/45, C12N15/B6, C12P21/02 



Doc»n»ii.tio. sMttted other thsn »ii>ii«>o> docmntsiioD » fl* e««t Ihsi ««* doc»«e«. .» Muded in d« Held, socbed 



Eleci«HiiediUb«co.nlieddim«f*elnie«tion.lie«ch(o.i«ofd.»bMe«* ..««* lenns i«d) 

WPI, BIOSYS, MEDLINE 



Ic DOCUMENTS CWSPERED TO BE RELEVANT 



Ctiegocy* 



X 
Y 



aution of document, with indiation. where appropriate, of the relevant passages 



Journal of Virology, Vol. 67(8) (1993) Phxlippe 
Calain et al., "The Rule of Six, a Basic 
Feature for Efficient Replication of Sendai 
Virus Defective Interfering RNA" p. 4822-4830 
(Table 2 . , Figure 4 . ) 

Journal of Virology, Vol. 68(12) (1994) 

W. Willebrink et al., "Long-Term Replication of 

Sendai Virus Defective Interfering Particle 

Nucleocapsids in Stable Helper Cell Lines 

p. 8413-8417 (Abstract, p. 8416, left column, 

line 31 to right column, line 20) 

JP, 5-85943, A (Tonen Corp.), 

April 6, 1993 (06. 04. 93) (Family: none) 

JP, 5-301895, A (Nippon Zeon Co., Ltd.), 
November 16, 1993 (16. 11. 93) (Family: none) 

JP, 4-30791, A (Tokuyama Soda Co., Ltd.), 
February 3, 1992 (03. 02. 92) (Family; none) 



Relevant to daim No. 



1, 2, 4 
3, 5-13 



1-13 



11 - 13 



11 - 13 



11 - 13 



[X] Further dcouneiimielUted in IfaecontiDuatioo of BokC. □ See patent family annex. 



* Special catcforicB of cited docwurntt: 

-A" document dcfioiBg Ike gCBenlmte of the art whicb IS DOioooBdeied 

to be of ptfticalar rdevBBoe 
-E" e»ftierdocBmemlmi|wWislw>doo««ftertheiiiten»tioMlfUjng 
I -L- docnmeat whicb may throw doubia oa priority claiin(»)or wjiij is 
cited to establish the paUkatioo date of another atatioD or other 
. special icasoa (as specified) 
t)" doouDent lefeni^ lo aa oral diadosoiv, use. exhiUtioB or other 



docttmestpohUshed prior to the iaienaiioaal filing dale bst later ihas 
' ibe priority date daiflted 



later docimieoi published after the iniersatioDal fiUngdaieor priorinr 
date and not ifi ooaflicl with the applicitios hut cited to uodeisiand 
the principle or theory underiyiog the iavesiion 

•or dooumeat of particular relevance; the datmed inveatioa anoot be 
fftmrff!^ novel or cannot be considered to involve aa laventive 
step when the doauncnt is taken alone 

T " document of paiticuUr rclevaooe; the daimed invention cannot be 
considered to involve aa toventive step when the docuBseat is 
combined with one or more other sudi documents, such e — 
beiag obvious to a persoa skilled in the an 

document member of the same patent family 



I Date of the actual oomplelioo of the ioternatioDal search 

November 26, 1996 (26- 11. 96) 



Date of fsailing of the iDternational search report 

December 10, 1996 (10. 12. 



96) 



I Name and iDailiDg address of the ISA/ 

Japanese Patent Office 
I Facsimile No. 



Authorized officer 



Telephone No. 



Form PCT/ISA/210 (aeoood sheet) (July 1992) 



INTERNATIONAL SEARCH REPORT 



International application No. 

PCT/JP96/03069 



C (Continuation). DOCUMENTS CONSIDERED TO BE RELEVANT 



Category* 



aiation of document, with iodieition, where appropiiale, of the relevant passages 



Relevant to daim Na 



Annu. Rev. Microbiol., Vol. 47 (1993) Adolfo 
Garcia-Saste et al., "Genetic Manipulation of 
Negative-Strand RNA Virus Genomes" p. 765-790 

Journal of Virology, Vol. 66 (12) (1992) K. H 
Park et al., "In Vivo Model for Pseudo- 
Templated Transcription in Sendai Virus" 
p. 7033-7039 

JP, 4-211377, A (Schweiz Serum & Imp) 
August 3, 1992 (03. 08. 92) 
& EP, 440219, A & CA, 2035386, A 
& AU, 9170074, A 



1-13 



1-13 



1-13 



Form PCr/ISA/210 (continuation of aecood aheet) (July 1992) 



mtSimm»^ PCT/J P9 6/0 3 06 9 



A. 9t^om-ti>^mo^m mm^m^m (i po ) 

IntCl^ C12N7/01, C12N15/45, C12N15/86, C12P21/02 



m&i^^t.ik'i-mm m^mnf^ (i po ) 

IntCl* C12N7/01. C12N15/4S, C12N15/86. C12P21/02 



WPl, BIOSYS, MEDLINE 



C. Ma-r4iB*bix5i:iR 








X 
Y 


Journal of Virology. Vol. 67 [8] (1993) Philippe Calain et al.^ 
TThe Rule of Six, a Basic Feature for Efficient Replication of Sendai 
Virus Defective Interfering RNAJ p. 4822-4830 
(Table 2. , Figure 4. ) 


1, 2. 4 
3. 5-13 


Y 


Journal of Virology. Vol. 68 [12] (1994) W. Willenbrink et al. 
riong-Term Replication of Sendai Virus Defective Interfering Particle 
Nucleocapsids in Stable Helper Cell LinesJ p. 8413-8417 
(Abstract, p. 8416 &«3m--*«l20?7) 


1-13 


Y 


JP, 5-8 5 9 4 3, A (K««^^tt) 
6. An. 1 9 9 3 (0 6. 04. 9 3) 
(7T^ y-4U 


11-13 



TAj «pJc§8iS©*>i>S:iR-CI4;i<. -jR«a«;*tflS«r^ 

xtt (as«r<=j-i-) 



ss<Da«oft: ft ;c §1 ffl-f- 5 1 <D 
rxj »icHaofc2,3tiRT*)-oT, aK5:j«ro;^-c«eq 

±«>xiRi(D, aii^jctoTewTfc sialic 

r&j ISJ-/<y>K7r 5 



2 6. 11. 9 6 



10.12-83 



B*:S«Kfi= (1 SA/J P) 
RffiS^ 1 0 0 



4 B j 9 4 5 3 



03-3581-1101 l^in 3449 



«SCPCT/I SA/'2 1 0 (IB2'<—;^) {1 9 92¥7fl) 



ISIR««fr 



BRimffC^ PCT/J P9 6/0 3 06 9 



C («») ■ 



jiai:5tB*^*v5i:iR 



J P. 5-301 89 5. A (B*-l?;*-V»ii:#tt) 
16. llfl. 1 993 (1 6. 1 1. 9 3) 
(7r5!>-4L) 

J P. 4-3079 1. A («U4Vjt«^#lt} 
3. 2n. 1 992 (03. 02. 92) 

Annu. Rev. Microbiol. .Vol. 47(1993) Adolfo Garcia-Saste et al. 
rCenetic Manipulation of Negative-Strand RNA Virus GenowsJ p. 765-790 

Jornal of Virology, Vol. 66[12] (1992) K.H.Park et al. 

Tin Vivo Model for Pseudo-Teoplated Transcription in Sendai Virusj 
p. 7033-7039 

J P. 4-211377, A (Schveiz Senm k Imp) 
3. 8^. 1 992 (03. 08. 9 2) 

&EP, 4402 1 9, A &CA, 2035386. A 

&AU, 9 1 70074, A 



11-13 



11-13 



1-13 



1-13 



1-13 



«SCPCT/1 SA/2 1 0 (JB 2 '<—:;©«•#) (1 9 9 2¥7^) 



1 



Specification 

Recombinant Sendai Virus 

5 Field of the Invention 

The present invention relates to the recombinant Sendai virus 
and the method for preparing the same. 

Background of the Invention 

10 Sendai virus is also named hemagglutinating virus of Japan (HVJ) , 

and classified in parainfluenza virus type I, belonging to the genus 
Paramyxovirus of the family Paramyxoviridae . 

Sendai virus particle is pleomorphic, having the genome RNA 
without a function as template for translation (hereafter designated 

15 " negative strand RNA" ) enc losed in an envelope of 15 0 - 2 0 0 nm in diameter . 
Historically, Sendai virus has also been regarded as an industrially 
useful virus, being widely utilized, especially for the production 
of heterokaryons and hybrid cells, by taking advantage of viral 
cell -fusion capacity - Also, cell- fusing liposomes have beendeveloped 

20 as a vehicle for gene therapy. Furthermore, Sendai virus is also 
used as the inducer for various interferons. 

According to the classification based on the karyotype of genome 
nucleic acid, Sendai virus belongs to a group of negative single-strand 
RNA viruses of negative strand RNA viruses among RNA viruses. RNA 

25 viruses are classified into three groups, the dsRNA viruses (double 
stranded RNA viruses) , positive strand RNA viruses, and negative 
strandRNAviruses . The dsRNA virus group includes reovirus , rotavirus , 
phytoreovirus, etc., and have segmented, plural filamentous dsRNA 
genome. Positive strand RNA viruses include poliovirus, Sindbis 

30 virus, Semliki forest virus, and Japanese B encephalitis virus, which 
possess a single positive sense RNA as genome. The genome RNA can 
function as an mRNA and is capable of producing proteins required 
for RNA replication and particle formation depending on the 
translational functions of host cells. In other words, the genome 

35 RNA itself of positive strandRNAviruses is capable of disseminating. 
In the present specification, by "disseminative capability" is meant 



2 



"the capability to form infectious particles or their equivalent 
complexes and successively disseminate them to other cells following 
the transfer of nucleic acid into host cells by infection or artificial 
techniques and the intracellular replication of said nucleic acid. 
5 Sindbis virus classified to positive strand RNA viruses and Sendai 
virus classified to negative strand RNA viruses have both inf ectivity 
and disseminative capability. On the other hand, adeno-associated 
virus classified to the parvovirus family has the infectivity but 
no disseminative capability (the mixed infection of adenovirus is 

10 necessary for the formation of viral particles) . Furthermore, the 
positive strand RNA derived from Sindbis virus which is artificially 
transcribed in vitro is disseminative (to form infectious viral 
particles when transf ected into cells) . In contrast, not only negative 
strand but also positive strand of Sendai viral RNA artificially 

15 transcribed in vitro is not disseminative (form no infectious viral 
particles when transf ected into cells) . 

Recently, viral vectors have been used as vehicles for gene 
therapy. In order to use them as gene therapy vectors, it is necessary 
to establish techniques for reconstituting viral particles. (By 

20 "reconstitution of viral particles" is meant the artificial formation 
of viral genome nucleic acidand theproduc t ionof original or recombinant 
viruses in vitro or intracellular ly . ) This is because, in order 
to transfer foreign genes into viral vectors, viral particles should 
be reconstituted from the viral genome with foreign genes integrated 

25 by the gene manipulation. Once techniques of viral reconstitution 
are established, it becomes possible to produce viruses with a desired 
foreign gene introduced, or with desired genes deleted or inactivated. 

Also, once the viral reconstitution system is constructed and 
the viral gene manipulation becomes possible, said system appears 

30 to become a potential tool for genetically analyzing the viral function. 
Genetic analysis of viral functions is very important from the medical 
viewpoint of prevention and therapy of diseases etc. For example, 
if the replication mechanism of viral nucleic acid is elucidated 
byutilizing the differences between viral metabolism andhost-cellular 

35 metabolism, it may be possible to develop viricide acting on the 
viral nucleic replication process and less damaging to host cells. 
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Also, by elucidating functions of viral gene-encoded proteins, it 
may become possible to develop antiviral drugs targeting proteins 
relatedwith the viral inf ectivityandparticle formation. Furthermore, 
by modifying genes concerned with the membrane fusion and preparing 
5 liposomes with superior membrane -fusing capability, it will be able 
to use them as gene therapy vectors. In addition, as represented 
by the interferon, the viral infection may induce the activation 
of host genes for viral resistance, resulting in the enhanced viral 
resistance of hosts . Genetic analysis of virus functions may provide 

10 more important information on the activation of host genes. 

Reconstitution of DNA viruses possessing DNA as the genomic 
nucleic acid has been performed for some time, and can be carried 
out by the introduction of the purified genome itself, such as SV40, 
into monkey cells [J. Exp. Cell Res., 43, 415-425 (1983)]. 

15 Reconstitution of RNA viruses containing an RNA genome has been 

preceded by positive strand RNA viruses since genomic RNAs also function 
as mRNA. For example, in the case of poliovirus, the disseminative 
capability of the purified genomic RNA itself was already demonstrated 
in 1959 [Journal of Experimental Medicine, 110, 65-89 (1959)]. Then, 

20 it was achieved to reconstitute Semliki forest virus (SFV) by the 
introduction of cloned cDNAs into host cells utilizing DNA-dependent 
RNApolymeraseactivityof host cells [Journal of Virology, 65, 4107-4113 
(1991) ] . 

Furthermore, using these viral reconstitution techniques, gene 
25 therapy vectors have been developed [Bio/Technology, 11, 916-920 

(1993) ; Nucleic Acids Research, 23, 1495-1501 (1995); Human Gene 
Therapy, 6, 1161-1167 (1995); Methods in Cell Biology, 43, 43-53 

(1994) ; Methods in Cell Biology, 43, 55-78 (1994)]. 

However, as described above, in spite of many advantages of 
30 Sendai virus to be industrially useful virus, its reconstitution 
system has not been established, because it is a negative -strand 
RNA. This is due to tremendous difficulty in reconstituting viral 
particles via viral cloned cDNAs. 

As described above, it has been clearly demonstrated that a 
35 mere introduction of RNA from negative -strand RNA virus (vRNA) or 
its complementary strand RNA (cRNA) into host cells does not support 
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the generation of negative- strand RNA virus. This is absolutely 
different from the case of positive strand RNA viruses. Although, 
in Tokkai H4-211377, "methods for preparing cDNAs corresponding to 
negative strand RNA viral genome and infectious negative strand RNA 
5 virus " are disclosed, the entire experiments of saiddocuments described 
in"EMBO. J., 9, 379-384 (1990) were later found to be not reproducible , 
so that the authors themselves had to withdraw all the article contents 
[seeEMBOJ. , 10, 3558 (1991)] . Therefore, it is obvious that techniques 
described in Tokkai H4-211377 do not correspond to the related art 

10 of the present invention. 

Reconstitution systems of negative strand RNA viruses were 
reported for influenza virus [Annu. Rev, Microbiol., 47, 765-790 
(1993); Curr. Opin. Genet . Dev., 2, 77-81 (1992)]. Influenza virus 
is a negative strand RNA virus having an eight -segmented genome. 

15 According to these literatures, a foreign gene was first inserted 
into the cDNA of one of said genome segments, and then RNA transcribed 
from the cDNA of all eight segments containing the foreign gene was 
assembled with the virus-derived NP protein to form RNP. Then, the 
virus reconstitution was achieved by providing host cells with these 

20 RNPs and an RNA-dependent RNA polymerase. Thereafter, the 
reconstitution of negative single -stranded RNA virus from cDNA was 
reported for rabies virus belonging to the rhabdovirus family [J. 
Virol., 68, 713-719 (1994)]. 

Therefore, although techniques for reconstitutingnegative strand 

25 viruses have become fundamentally known to the public, in the case 
of Sendai virus, the direct application of these techniques did not 
support the viral reconstitution. Also, the reconstitution of viral 
particles reported on the rhabdovirus was confirmed only by the 
expression of marker genes, RT-PCR, etc. Furthermore, the yield 

30 was not satisfactory for practical applications. Besides, in order 
to provide factors required for the viral reconstitution within host 
cells, helper viruses such as wild type viruses, recombinant vaccinia 
virus, etc. were conventionally introduced to host cells together 
with nucleic acids of the virus to be reconstituted. Accordingly, 

35 difficulties in separating the reconstituted desired virus from these 
harmful viruses were posing a difficult problem. 
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Disclosure of the Invention 

The purpose of the present invention is to establish an efficient 
system for reconstituting Sendai virus, enabling the gene manipulation 
5 of Sendai virus , and providing Sendai viral vector sufficiently useful 
in the field of gene therapy, etc. 

In order to apply to the reconstitution test of Sendai virus, 
the present inventors first made various investigations using cDNAs 
derived from Sendai viral DI particles [ref , defective interfering 

10 particle in EMBO J. , 10, 3079-3085 (1991) ] or the minigenome of Sendai 
virus. As a result, they found efficient conditions regarding weight 
ratios among materials to be introduced into host cells, including 
cDNA, cDNAs concerning the transcription and replication, and the 
recombinant vaccinia virus to provide the T7RNA polymerase expression 

15 unit. Furthermore, the present inventors obtained full-length cDNAs 
of both positive and negative strands, constructed plasmids to induce 
the intracellular biosynthesis of positive or negative strand RNA 
of Sendai virus , and transferred saidplasmid into host cells expressing 
cDNAs concerning the transcription and replication. As a result, 

20 they succeeded in re-constituting Sendai virus particles from cDNAs 
thereof. The present inventors also found for the first time that 
cDNAs introduced into host cells are more preferable in the circular 
form than in the linear form for the efficient reconstitution of 
viral particles , and that positive strand RNAs are superior to negative 

25 strandRNAs in the intracellular transcriptionf or thehighly successful 
reconstitution of viral particles. 

In addition, the present inventors found that Sendai virus could 
be reconstituted even without using recombinant vaccinia virus as 
the T7RNA polymerase expression unit. That is, when the full-length 

30 RNA of Sendai virus transcribed in vitro was transferred into cells, 
andcDNAs encoding enzymes for the initial transcriptionandreplication 
were transcribed under the control of T7 promoter, viral particles 
were reconstituted. This indicates that, if cells which express 
all enzymes required for the initial transcription and replication 

35 are constituted, the recombinant Sendai virus can be produced entirely 
without using helper viruses such as vaccinia virus. Since cells 
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expressing all enzymes required for the initial transcription and 
replication were already described [J. Virology, 68, 8413-8417 (1994) ] , 
those skilled in the art will be able to form such cells with reference 
to said article. The cell described in said reference is the one 
5 derived from the 2 93 cell line carrying three out of Sendai viral 
genes, namely NP, P/C and L on its chromosome, and expressing proteins 
encoded by these three genes, NP, P/C and L. 

From numerous examples of viral vectors, if viral particles 
can be efficiently reconstructed from nucleic acids, it is obvious 

10 that those skilled in the art are able to readily exchange desired 
viral gene, insert a foreign gene, or inactivate or delete a desired 
viral gene. That is, it will be obvious to those skilled in the 
art that the first success in reconstituting Sendai viral particles 
by the present invention has enabled the gene manipulation of Sendai 

15 virus . 

That is, the present invention comprises the followings. 

1. A recombinant Sendai virus having the genome with a desired 
foreign gene inserted or a desired gene deleted or inactivated, and 
retaining the disseminative capability. 
20 2. The recombinant Sendai virus of description 1, wherein more 

than one gene encoding functional proteins are modified. 

3 . The recombinant Sendai virus of descriptions 1 or 2 comprising 
a foreign gene which can be expressed in host cells. 

4 . An RNA molecule comprising RNAs contained in the recombinant 
25 Sendai viruses of any one of descriptions 1-3. 

5. An RNA molecule comprising cRNAs of RNAs contained in the 
recombinant Sendai viruses of any one of descriptions 1- 3. 

6. A kit consisting of the following two components. 

a. aDNA molecule comprising a template cDNA which can transcribe 
30 RNAs of descriptions 4 or 5, and 

b. a unit capable of transcribing RNAs of descriptions 4 or 
5 with said DNA as template in vitro or intracellular. 

7. A kit consisting of the following two components. 

a. a host expressing the NP, P/C and L proteins of Sendai 
35 virus (each protein may be replaced with a protein having an equivalent 
activity) , and 
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b. an RNA molecule of descriptions 4 or 5 . 

8 . A method for producing the recombinant Sendai virus of 
descriptions 1-3, comprising introducing the RNA molecule of 
descriptions 4 or 5 into host cells expressing the NP, P/C and L 

5 proteins of Sendai virus (each protein may be replaced by a protein 
having the equivalent activity) . 

9. A kit consisting of the following three components, 

a. a host expressing the NP, P/C and L proteins of Sendai 

virus, 

10 b. a DNA molecule comprising a template cDNA capable of 

transcribing RNAs or cRNAs of descriptions 4 or 5, and 

c. a unit capable of transcribing RNAs of descriptions 4 or 
5 with said DNA as template in vitro or intracellularly . 

10- A method for producing the recombinant Sendai virus of 

15 descriptions 1-3, comprising introducing the DNA molecule comprising 
a template cDNA capable of transcribing RNAs of descriptions 4 or 
5, and a unit capable of transcribing RNAs of descriptions 4 or 5 
with said DNA as template in vitro or intracellularly into hosts 
expressing the NP, P/C and L proteins of Sendai virus. 

20 11. A method for preparing foreign proteins comprising a process 

for infecting hosts with the recombinant Sendai virus of description 
3, and recovering expressed foreign proteins. 

12. A culture medium or chorio-allantoic fluid containing 
expressed foreign proteins obtainable by introducing the recombinant 

25 Sendai virus of description 3 into hosts and recovering said culture 
medium or chorio-allantoic fluid. 

13 . A DNA molecule realizing the expression of a protein encoded 
by a foreign gene integrated into a Sendai viral vector comprising 
said foreign gene inserted downstream of a promoter in an orientation 

30 for transcribing antisense RNA encoding said protein, and the said 
promoter . 

Recombinant Sendai viral vectors of the present invention can 
be obtained, for example, by in vitro transcribing the recombinant 
cDNA encoding the gene- technologically produced recombinant Sendai 
35 viral vector genome, producing the recombinant Sendai viral genome 
RNA, and introducing said RNA to a host simultaneously expressing 
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the NP, P/C and L proteins (each protein may be a protein with an 
equivalent activity) of Sendai virus. Alternatively, Sendai viral 
vectors of the present invention can be obtained by introducing 

a) the recombinant cDNA coding for the gene- technologically produced 
5 recombinant Sendai viral vector genome, and 

b) a unit capable of intracellularly transcribing RNA with said DNA 
as template 

into a host simultaneously expressing the NP, P/C and L proteins 
(each protein may be a protein having an equivalent activity) of 

10 Sendai virus. In this case, said recombinant cDNA a) may be inserted 
downstream of a specific promoter, and said transcription unit b) 
may be a DNA molecule expressing a DNA-dependent RNA polymerase acting 
on said specific promoter. 

Sendai virus, the starting material in the present invention 

15 for the insertion of a desired foreign gene, or the deletion or 
inactivationof adesiredgenemaybeastrainclassif iedtoparainf luenza 
virus type I, exemplified by Sendai virus Z strain or Fushimi strain. 
Furthermore, incomplete viruses such as DI particles, synthetic 
oligonucleotides, etc. may be used partial materials. 

20 Also, so far as the recombinant Sendai virus of the present 

invention maintain the disseminative capability, any foreign gene 
may be inserted at any site of RNA comprised in said recombinant, 
and any genome gene may be deleted or modified. Foreign genes to 
be inserted may be exemplified by genes encoding various cytokines 

25 and peptide hormones which can be expressed within hosts. In order 
to express the desired protein, the foreign gene encoding said desired 
protein is inserted. In the Sendai viral RNA, it is preferable to 
insert a sequence of bases of 6 multiplication in number between 
the sequences Rl (5 • -AGGGTCAAAGT-3 ' ) andR2 (5 » -GTAAGAAAAA-3 ' ) [Journal 

30 of Virology, Vol. 67, No. 8 (1993) p. 4822-4830] . Levels of expression 
of a foreign gene inserted into a vector can be regulated by virtue 
of the site of gene insertion and the base sequences flanking said 
foreign gene. For example, in the case of Sendai viral RNA, it is 
known that there are increasing levels of expression of the inserted 

35 gene with decreasing distance of said gene from the NP gene . Preferred 
hosts for expressing desired proteins may be any cells susceptible 
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to the infection by the recombinant Sendai virus, exemplified by 
mammalian cells and chicken eggs. It is possible to efficiently 
produce the foreign gene product by infecting these hosts with the 
recombinant Sendai virus integrated with expressible foreign gene 
5 and recovering the expressed foreign gene product. For example, 
proteins thus expressed can be recovered by the standard method from 
the culturemediumwhenculturedcells are the host, andchorio-allantoic 
fluid when chicken eggs are the host. 

When a foreign gene is inserted into a plasmid for expressing 

10 the negative strand Sendai viral RNA, it is necessary to insert said 
foreign gene downstream of the promoter in an orientation for 
transcribing an antisense RNA of said foreign gene encoding a protein. 
Such "a DNA molecule for expressing a protein encoded by a foreign 
gene integrated into a Sendai viral vector comprising the foreign 

15 gene inserted downstream of the promoter in an antisense orientation 
for transcribing antisense RNA of said foreign gene encoding said 
protein and said promoter" has become available for the first time 
by the present invention, comprising a part of said invention. 

Also, forexample, inorder to inactivate genes for immunogenicity, 

20 or enhance the efficiency of RNA transcription and replication, part 
of genes related with RNA replication of Sendai virus may be modified. 
Concretely, for example, at least one of the replication factors, 
the NP, P/C and L proteins may be modified to enhance or reduce 
the transcription and replication capabilities. The HN protein, 

25 one of the constitutional proteins , has dual activities as hemagglutinin 
and neuraminidase . For example , the reduction of the former activity 
may increase the viral stability in blood stream, and the modification 
of the latter activity may enable the regulation of viral infectivity. 
Also, the modification of the F protein mediating membrane fusion 

30 may be useful for improving membrane fusion liposomes constructed 
by fusing the reconstituted Sendai virus and artificial liposomes 
enclosing a desired drug or gene. 

The present invention has enabled the introduction of point 
mutation and insertion at any sites of the genomic RNA, and is highly 

35 expected to accelerate the accumulation of genetic information on 
viral functions. For example, once the mechanism of viral RNA 
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replication is elucidated, it may become possible to develop a viricide 
less harmful to a host cell and targeting nucleic acid replication 
processbyutilizing the differences between the viral and host -cellular 
metabolisms of nucleic acid. In addition, the elucidation of functions 
5 of viral gene -encoded proteins may contribute to the development 
of viricides targeting proteins involved in inf ectivity and forming 
capability of viral particles. Concretely, for example, these 
techniques may be used for the analysis of antigen-presenting epitopes 
of the F and HN proteins which may act as antigenic molecules on 

10 the cell surface. Also, when a host cell gene for viral resistance 
is activated by viral infection, resulting in an elevated viral 
resistance, important information on such activation mechanism of 
host gene may be obtained by the genetic analysis of viral functions. 
Since Sendai virus is effective in inducing interferons, it is used 

15 in various basic studies. By analyzing the genome region necessary 
for inducing interferons, it may be possible to produce a non-viral 
interferon inducer. Techniques of the present invention are useful 
for the development of vaccines. Live vaccines may be produced by 
inoculating the recombinant Sendai virus with attenuating mutations 

20 to embryonated chicken eggs . Information thus obtained may be applied 
to other negative strand viruses, such as measles virus and mumps 
virus, with high demand for live vaccines. Furthermore, the present 
invention has enabled the usage of the recombinant Sendai virus as 
vectors for gene therapy . Since virus vectors of the present invention 

25 derived from Sendai virus are highly safe in the clinical application 
and disseminative, and expected to be therapeutically effective with 
a relatively small dosage. In addition, when the suppression of 
a viral vector replication becomes necessary at the completion of 
therapy or during the therapy, only the viral vector replication 

30 can be specifically suppressed without damaging hosts by administering 
an inhibitor of RNA-dependent RNA polymerase. 

Brief Description of the Drawings 

Figure 1 is a schematic representation of plasmid 
35 PUC18/T7 {+)HVJR2.DNA. 

Figure 2 is a schematic representation of plasmid 
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PUC18/T7 { - ) HVJRz . DNA. 

Figure 3 is a graphic representation of the relationship between 
the postinfection time of CV-1 cells with SeVgpl20 and HAU as well 
as the level of gpl20 expression. 

. 5 

Best Mode for Carrying out the Invention 

In the following, the present invention will be concretely 
described with reference to examples, but is not limited to these 
examples . 

[Example 1] Preparation of Sendai virus transcription units 
PUC18/T7 (-) HVJRz. DNA and pUC18/T7 (+) HVJRz . DNA 

Plasmid pUC18/T7 (-)HVJRz.DNA was constructed by inserting a 
DNA molecule comprising T7 RNA polymerase promoter, Sendai virus 

15 cDNA designed to be transcribed to the negative strand RNA and the 
ribozyme gene in this order into pUC18 vector. Also, plasmid 
pUC18/T7 (+) HVJRz .DNA was constructed by inserting a DNA molecule 
comprising T7 RNA polymerase promoter, Sendai virus cDNA designed 
to be transcribed to the positive strand RNA and the ribozyme gene 

20 inthis order intopUC18 vector . Constructionsof pUC18/T7 (-) HVJRz .DNA 
and pUC18/T7 (+) HVJRz .DNA are shown in Figs. 1 and 2, respectively. 

[Example 2] Reconstitution experiment of Sendai virus from cDNA 
LLC-MK2 cells (2 X 10^) trypsinized in a usual manner were placed 

25 in a 60 -mm diameter plastic dish, and incubated in MEM medium (MEM 
supplemented with 10% FBS) (2 ml) in a 5% CO2 atmosphere at 37°C 
for 24 h. After removing the medium and washing with PBS (1 ml) , 
a suspension of recombinant vaccinia virus vTF7-3 expressing T7 
polymerase in PBS (0,1 ml) was added to the cells at the multiplicity 

30 of infection (moi) of 2. The dish was gently agitated every 15 min 
to thoroughly spread the viral solution for 1 h infection. After 
removing the viral solution and washing with PBS (1 ml) , a medium 
containing cDNA, which was prepared as follows, was added to the 
dish. 

35 Nucleic acids shown in Tables 1 and 2 (containing plasmids 

expressing factors required for the replication of Sendai virus, 
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pGEM-L, pGEM-P/C and pGEM-NP) were placed in a 1.5 -ml sampling tube, 
and adjusted to a total volume of 0.1 ml with HBS (Hepes buffered 
saline; 20 mM Hepes pH 7.4 containing 150 mM NaCl) . In those tables, 
(-) and (+)cDNAs represent plasmids pUC18/T7 ( - ) HVJRz . DNA and 
5 pUC18/T7 ( + ) HVJRz .DNA, respectively, and /C and /L indicate that cDNA 
is introduced into cells in the circular form and linear form after 
the treatment with restriction enzyme Mlul, respectively. 

On the other hand, in a polystyrene tube were placed HBS (0.07 
ml) , DOTAP (Boehringer Mannheim) (0.03 ml) . To this tube was added 

10 the nucleic acid solution described above, and the mixture was left 
standing as such for 10 min. Then, to this mixture was added the 
cell culture medium described above (2 ml, MEM supplemented with 
10% FBS) followed by the vaccinia virus inhibitors, rifampicin and 
cytosine arabinoside C (C/Ara/C) , to the final concentrations of 

15 0.1 mg/ml and 0.04 mg/ml, respectively, resulting in the preparation 
of the medium containing cDNA described above. 

The dish described above was incubated in a 5% CO2 atmosphere 
at 37°C for 40 h. The cells in the dish were harvested using a rubber 
policeman, transferred to an Eppendorf tube, sedimentedby centrifuging 

20 at 6,000 rpm for 5 min, and re-suspended in PBS (1 ml). Aliquots 
of this cell suspension, as such or after diluted, were inoculated 
to 10-days old developing embryonated chicken eggs. That is, the 
cell suspension was diluted with PBS to the cell numbers shown in 
Table 1, and eggs inoculated with its 0.5-ml aliquots were incubated 

25 at 35°C for 72 h, then at 4°C overnight. Chorio-allantoic fluid 
was recovered as virus solution from these eggs using a syringe with 
a needle . 

Hemagglutinin unit (HAU) and plaque forming unit (PFU) of the 
recovered virus solution were assayed as follows. 

30 HAU was determined as follows. Chicken blood was centrifuged 

at 4 00 X g for 10 min and the supernatant was discarded. Precipitates 
thus obtained were suspended in 100 volumes of PBS, and centrifuged 
at 400 X g for 10 min to discard the supernatant. This procedure 
was repeated twice to prepare an 0.1% blood cell solution. Two- fold 

35 serial dilutions of virus solutions were prepared, and 0.05 ml each 
dilution to be assayed was dispensed into each well of 96 -well titer 



13 



plate. The blood cell solution (0.05 ml each) was further added 
to each well, gently swirled to ensure a thorough mixing, and left 
at 4°C for 4 0 min. The highest virus dilution to cause the 
hemagglutination observable with the naked eye was taken as HAU. 
5 PFU was assayed as follows. CV-1 cells were grown to a monolayer 

on a 6-well culture plate. After the culture medium was discarded, 
a virus solution 10 -fold serially diluted (0.1 ml each) was dispensed 
into each well of the culture plate to infect the cells at 37°C for 
1 h. During the infection, a mixture of 2 x MEM free of serum and 

10 melted 2% agar (55°C) was prepared, and trypsin was added to the 
mixture to a final concentration of 0 . 0075 mg/ml . After 1 h infection 
and removal of the virus solution, the culture medium mixed with 
agar (3 ml each) was added to each well of the culture plate, and 
incubated under a 5% CO2 atmosphere at 37^0 for 3 days. Phenol red 

15 (0.1%) (0.2 ml) was added to each well, incubated at 37^0 for 3 h, 
and then removed. Unstained plaques were counted to estimate the 
virus titer as PFU/ml. 

Table 1 shows Sendai virus template cDNAs transf ected into LLC- 2 
cells, amounts of cDNA factors, pGEM-L, pGEM-P/C, andpGEM-NP, required 

20 for the RNA replication, incubation time, cell numbers inoculated 
to chicken eggs, HAU and PFU values. 
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Table 1 



Template 


Total 


pGEM 


pGEM 


pGEM 


Incubation 


Amount 


HAU 


PFU 


cDNA 


amount 


-L 


-P/C 


-NP 


time (h) 


of cells 














(Mg) 










(+)CDNA/C 


10 


4 


2 


4 


40 


1.00x10^ 


512 


2xl0' 


(+)CDNA/C 


10 


4 


2 


4 


40 


1.00x10^ 


256 


9x10^ 


{+)cDNA/C 


10 


4 


2 


4 


40 


1.00x10^ 


256 


9x10® 


(+)CDNA/L 


10 


4 


2 


4 


40 


1.00x10^ 


<2 


<10 


(+)CDNA/L 


10 


4 


2 


4 


40 


1,00x10^ 


<2 


<10 


(+)CDNA/L 


10 


4 


2 


4 


40 


1 . 00x10^ 


<2 


<10 


( - ) CDNA/L 


10 


4 


2 


4 


40 


1. 00x10* 


<2 


<10 


( - ) cDNA/L 


10 


4 


2 


4 


40 


1.00x10^ 


<2 


<10 


( - ) cDNA/L 


10 


4 


2 


4 


40 


1.00x10^ 


<2 


<10 


{ - ) CDNA/C 


10 


4 


2 


4 


40 


1.00x10* 


<2 


<10 


{-)CDNA/C 


10 


4 


2 


4 


40 


1.00x10^ 


<2 


<10 


(-)CDNA/C 


10 


4 


2 


4 


40 


1.00x10® 


4 


8x10^ 



Samples showing both HAU and PFU were sedimented by 
ultra-centrif ugation, re-suspended, purified by a sucrose density 
5 gradient centrif ugation from 20% to 60%, and fractionated by 12.5% 
SDS-PAGE. Each protein contained in these samples was the same in 
size as that of Sendai virus. 

These results demonstrated that Sendai virus can be reconstituted 
by introducing cDNAs into cells, and that virus particles are more 
10 efficiently reconstituted by introducing cDNAs transcribing positive 
strand RNAs as compared with those transcribing negative strand RNAs, 
and further by introducing cDNAs in the circular form rather in the 
linear form. 

15 [Example 3] Survey of RNA replication factors required for Sendai 
virus reconstitution 

Experiments were performed to examine whether all three plasmids 
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expressing the L , P/CandNPproteins were required for the reconst i tution 
of Sendai virus . Experimental methods were similar to those described 
in Example 2 except that any combinations of two out of pGEM-L, pGEM-P/C 
and pGEM-NP plasmids or only one out of them, instead of all these 
three combined as in Example 2 , were introduced together with a template 
cDNA into cells. 

Table 2 shows Sendai virus template cDNAs introduced into LLC-MK2 
cells, amountsof the cDNAf actors required for RNAreplicationincluding 
pGEM-L, pGEM-P/C and pGEM-NP, incubation time, number of cells 
inoculated into chicken eggs, and values of HAU and PFU. 

Table 2 



Template 
CDNA 



Total 
amount 



pGEM pGEM pGEM Incubation Number of HAU PFU 
-L -P/C -NP time cells 

(h) inoculated 



+)CDNA/C 
+)CDNA/C 



+) CDNA/C 
+)CDNA/C 

+) cDNA/C 
+) CDNA 

+) CDNA/C 
+)CDNA/C 



10 
10 



+)CDNA/C 10 

+)CDNA/C 10 

+)CDNA/C 10 

+)CDNA/C 10 



10 
10 

10 
10 

10 
10 



+)CDNA/C 10 
+)cDNA/C 10 



4 
4 

0 
0 

4 
4 

4 
4 

0 
0 

0 
0 

4 
4 



2 
2 

2 
2 

0 
0 

2 
2 

0 
0 

2 
2 

0 
0 



4 
4 

4 
4 

4 
4 

0 
0 

4 
4 

0 
0 

0 
0 



40 
40 

40 
40 

40 
40 

40 
40 

40 
40 

40 
40 

40 
40 



1.00x10^ 
1.00x10* 

1.00x10* 
1,00x10* 

1.00x10* 
1.00x10* 

1.00x10* 
1,00x10* 

1.00x10* 
1,00x10* 

1. 00x10^ 
1.00x10* 

1. 00x10* 
1.00x10* 



256 6x10^ 



512 4x10"^ 



<2 
<2 

<2 
<2 

<2 
<2 

<2 
<2 

<2 
<2 

<2 
<2 



<10 
<10 

<10 
<10 

<10 
<10 

<10 
<10 

<10 
<10 

<10 
<10 



As shown in Table 2, no virus reconstitution was observed by 
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introducing any combinations of two out of these three factors into 
cells, confirming the necessity of all three proteins L, P/C and 
NP for the virus reconstitution. 

5 [Example 4] Reconstitution experiment of Sendai virus in vitro from 
transcribed RNAs 

Since the reconstitution of Sendai virus from the functional 
cDNA clones was described in Example 2, it was further examined 
whether transcription products of said cDNAs in vitro, that is, vRNA 

10 and cRNA, can support similar reconstitution. 

After the Sendai virus transcription units, pUC18/T7 ( - ) HVJRz .DNA 
and pUC18/T7 (+) HVJRz. DNA, were linearized with restriction enzyme 
Mlul, using these DNAs as templates, RNA synthesis was performed 
in vitro with a purified T7 polymerase preparation (EPICENTRE 

15 TECHNOLOGIES: Ampliscribe T7 Transcription Kit) . The method for 
synthesizing in vitro RNAs essentially followed the protocols provided 
with the kit. Using RNA products thus obtained in place of cDNAs 
in Example 2, similar experiments were performed, and the virus 
production was estimated by HA test. Results are shown in Table 

20 3 . 

Table 3 



Template Total pGEM-L pGEM-P/C pGEM-NP Incubation Number of HAU PFU 
cDNA amount (^g) (|ig) (^g) time (h) cells 

(jig) inoculated 



in vitro 


10 


4 


2 


4 


40 


1, 


. 00x10® 


512 


2x10^ 


( - ) RNA 




















in vitro 


10 


4 


2 


4 


40 


1. 


. 00x10^ 


512 


ND 


(-)RNA 




















in vitro 


10 


4 


2 


4 


40 


1. 


.00x10^ 


2 


5X10^ 


(+)RNA 




















in vitro 


10 


4 


2 


4 


40 


1. 


.00x10® 


<2 


ND 


( + ) RNA 





















These results indicate that virus can be reconstituted by 
introducing either negative or positive sense strand RNAs into cells. 
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[Example 5] Expression of foreign genes inserted into Sendai viral 
vectors in host cells 

1. Preparation of Sendai virus vector "pSeVgpl20" inserted with 
a foreign gene (HIV-1 gpl20) 

5 Using a set of primers comprising primer a 

( 5 ' -TGCGGCCGCCGTACGGTGGCAATGAGTGAAGGAGAAGT- 3 ' ) { SEQ ID NO : 1 ) and 
primer d 
(51 -TTGCGCCCGCGATGAACTTTCACCCTAAGTTTTTTATTACTACGGCG-TACGTCATCTTT 
TTTCTCTCTGC-3 ' ) (SEQ ID NO: 2), the HIV-lgpl20 gene was amplified 

10 on "pN1432" by the standard PGR techniques . PGR products were subjected 
to TA cloning, digested with Not I, and then inserted into the Not I 
site of "pSeVlS"^" . Then, E, coll cells were transformed with this 
recombinant plasmid. DNAs were extracted from each colony of E. 
coli by the "Miniprep" method, digested with Dralll, and then 

15 electrophoresed. Positive clones (designated "clone 9" hereafter) 
were selected by confirming to contain DNA fragments of the size 
expected from the insertion. After DNA fragments were confirmed 
to have the authentic nucleotide sequence, DNAs were purified by 
a cesium chloride density gradient centrifugation. pSeVlS* inserted 

20 with the gpl20 gene is designated "pSeVgpl20" hereafter. 

2. Reconstitution of Sendai virus containingpSeVgpl20 (SeVgpl20) 
and analysis of gpl20 expression 

Except for the further transfection of pSeVgpl20 into LLCMK2 
cells, in addition to pGEM-NP, pGEM-P/C and pGEM-L, chorio-allantoic 

25 fluid was recovered from embryonated chicken eggs and assayed for 
the viral HAU by exactly as described in Example 2 . The recovered 
virus was also examined for the expression of gpl20 by ELISA as follows . 

Samples (100 \xl each) were dispensed into each well of a 96-well 
plate which had been coated with monoclonal antibody against HIV-1, 

30 and incubated at 37^C for 60 min. After washing with PBS, HRP-linked 
anti-HIV-1 antibody (100 |al each) was added to each well, and incubated 
at 37°C for 60 min. After washing with PBS, tetramethylbenzidine 
was added to each well, and amounts of reaction product converted 
by the action of HRP under acidic conditions were determined by following 

35 the optical density at 450 nm to estimate the expression amount 
of gpl20. Results are shown in the left-hand column in Table 4. 
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The virus solution thus obtained was inoculated to CV-1 cells, 
and similarly examined as follows. CV-1 cells were dispensed to 
a culture plate at 5 x 10^ cells/plate, grown, and then the culture 
medium was discarded. After washing with PBS(-) , the viral solution 
5 was added to the cells at the multiplicity of infection of 10, and 
incubated at room temperature for 1 h. After the virus solution 
was discarded, washed with PBS(-), a plain MEM medium (MEM medium 
supplemented with antibiotics AraC and Rif , and trypsin) was added 
to the cells, and incubated at 37°C for 48 h. After the reaction, 

10 the medium was recovered and assayed for HAU (by a similar method 
as described in Example 2) and examined for the expression of gpl20 
(by ELISA) . Results are shown in the center column of Table 4 . In 
addition, the supernatant of CV-1 cell culture medium was inoculated 
to embryonated chicken eggs again, and the virus solution thus obtained 

15 was assayed for HAU and also examined for the gpl20 expression (by 
ELISA) . Results are shown in the right hand column of Table 4 . 





Table4" 


(^g/ml) 


Chorio-allantoic 


CV-1 medium (Fl) 


Chorio-allantoic 


fluid (Fl) 


gpl20 (HAU) 


fluid (F2) 


gpl20 (HAU) 




gpl20 (HAU) 


0.10 ( 4) 


3.46 (128) 




0.15 (32) 


1.81 (128) 


1.56, 1.21 (512, 512) 


0.05 (32) 


2.20 (128) 





As shown in Table 4, markedly high concentrations of gpl20 were 
detected in CV-1 cells in culture (center column of the Table) , and 
20 also in the chorio-allantoic fluids from embryonated chicken eggs 
inoculated again with the virus (right-hand column of the Table) . 
In the left-hand and center columns of the Table are shown the mean 
values of three clones. 

Furthermore, the expression of gpl20 was analyzed by Western 
25 blotting. After the culture medium of CV-1 cells infected with SeVgpl20 
was centrif uged at 20 , 000 rpm for 1 h to sediment virus , the supernatant 
was treated with either TCA (10%, v/v) for 15 min on ice or 70% ethanol 
at -20°C, and centrifuged at 15,000 rpm for 15 min. Proteins thus 
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precipitated were mixed to react with an "SDS-PAGE sample buffer" 
(Daiichi Chemicals) at 90^C for 3 min, and then subjected to 
electrophoresis on 10% SDS-polyacrylamide gel (SDS-PAGE) . Proteins 
thus fractionated were transferred to PVDF membranes (Daiichi 
5 Chemicals) , reacted with monoclonal antibody 902 at room temperature 
for 1 h, and then washed with T-TBS. The membranes were reacted 
with anti-mIgG (Amersham) at room temperature for 1 h, and washed 
with T-TBS. The membranes were then reacted with HRP-linked protein 
A (Amersham) at room temperature for 1 h, washed with T-TBS, and 

10 4-chloro-l-naphthol (4CNPlus) (Daiichi Chemicals) was added to detect 
gpl20. As a result, protein bands were visualized at positions 
corresponding to the expected molecular weight of gpl20. 

In addition, effects of postinfection time of CV-1 cells 
transf ected with SeVgpl20 on the HAU value and gpl20 expression amount 

15 were analyzed. CV-1 cells (5 x 10^) dispensed to 10-cm plate were 
infected with SeVgpl20 at the multiplicity of infection of 10, and 
the culture medium (1 ml each) was postinf ectionally recovered at 
30, 43, 53 and 70 h, mixed with an equal volume of the fresh medium, 
and subjected to HAU assay, gpl20 expression examination (by ELISA) 

20 and Western blotting. Results are shown in Figure 4. As clearly 
shown in Fig. 3, the production of gpl20 tends to increase with the 
increasing HA titer of Sendai virus. 

[Example 6] Analyses of SeVgpl20 propagation and gpl2 0 expression 
25 level in various types of cells 

Using similar methods as those in Example 5 except for the use 
of various types of cells, HAU and gpl20 expression levels (by ELISA) 
were assayed. Results are shown in Table 5. 
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Table 5 



Cell type 


Time (postinfection) 


HAU 


rgpl20 {\xg/ml) 


CV-l 


96 


32 


2.5 


LLCMK2 


48 


16 


0.5 


CHO 


55 


4 


0.46 


NIH3T3 


48 


4 


0.25 


MT4 


24 


16 


0.8 


M0LT4/ 


24 


16 


1.2 



In the left-hand column of the Table are shown the postinf ectional 
times of various types of cells transfected with SeVgpl20. As a 
5 result, SeVgpl20 propagation and gpl20 expression were detected in 
all types of cells tested. 

[Example 7] Studies on the expression of luciferase gene inserted 
into the Sendai viral vector in host cells 

10 In order to isolate the luciferase gene for inserting to vectors, 

the luciferase gene bounded by the engineered NotI sites on both 
termini was constructed by the standard PCR using a set of primers 
[5' -AAGCGGCCGCCAAAGTTCACGATGGAAGAC-3'] (30mer) (SEQ ID NO: 3)] and 
[5 ' -TGCGGCCGCGATGAACTTTCACCC-TAAGTTTTTCTTACTACGGATTATTACAATTTGGA 

15 CTTTCCGCCC-3 ' (69mer) (SEQ ID NO: 4) with "pHvluciRT4" as a template. 
The PCR product was cloned into the NotI window of pSeVlS"^ to obtain 
Sendai virus vector to which the luciferase gene was inserted. Then, 
this recombinant vector was transfected into LLCMK2 cells, and 
inoculated into embryonated chicken eggs . Chorio-allantoic membranes 

20 of developing eggs were excised out, twice washed with cold PBS(-) , 
and, after the addition of a lysis buffer (Picagene WAKO) (25 |il) 
and thorough mixing, centrifuged at 15,000 rpm for 2 min. To the 
supernatant (5 \il each) was added the substrate (lATRON) (50 jxl) , 
and the mixture was dispensed into each well of a 96 -well plate. 

25 Fluorescent intensity was measured with a luminometer (Luminous 
CT-9000D, DIA-IATRON) , and the enzyme activity was expressed as counts 
per second (CPS) . As a result, an extremely high luciferase activity 
was detected with CV-1 cells at 24 -h postinfection (Table 6) . In 
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these experiments, Sendai virus which did not carry the lucif erase 
gene was used as control (represented by "SeV" in the table) . Results 
obtained from two clones are shown in the table. 

Table 6 

Fluorescence intensity (counts/10 sec) 
Chorio-allantoic CV-1 (24h postinfection) 

membrane 
Luc/SeV 669187 

2891560 8707815 
SeV 69 48 

23 49 



5 Industrial Applicability 

By the present invention, a system for efficient reconstitution 
of viral particles from Sendai viral cDNAs has been established, 
enabling the gene manipulation of Sendai virus toproduce the recombinant 
Sendai virus comprising a genome with a desired foreign gene inserted 
10 oradesiredgene deleted or inactivated, but retaining the disseminative 
capability. 

Sequence Listing 

SEQUENCE IDENTIFICATION NUMBER: 1 
15 LENGTH: 3 8 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 

MOLECULE TYPE: other nucleic acid (synthetic DNA) 
20 SEQUENCE 

TGCGGCCGCC GTACGGTGGC AATGAGTGAA GGAGAAGT 38 

SEQUENCE IDENTIFICATION NUMBER: 2 
LENGTH: 69 base pairs 
25 TYPE: nucleic acid 

STRANDEDNESS: single 
TOPOLOGY: linear 

MOLECULE TYPE: Other nucleic acid (synthetic DNA) 



22 



SEQUENCE 

TTGCGGCCGC GATGAACTTT CACCCTAAGT TTTTVTTACT ACGGCGTACG TCATCTTTTT 60 
TCTCTCTGC 69 



5 SEQUENCE IDENTIFICATION NUMBER: 3 
LENGTH: 3 0 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
10 MOLECULE TYPE: Other nucleic acid (synthetic DNA) 
SEQUENCE 

AAGCGGCCGC CAAAGTTCAC GATGGAAGAC 30 



SEQUENCE IDENTIFICATION NUMBER: 4 
15 LENGTH: 69 

TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 

MOLECULE TYPE: Other nucleic acid (synthetic DNA) 
20 SEQUENCE 

TGCGGCCGCC ATGAACTTTC ACCCTAAGTT TTTCTTACTA CGGATTATTA CAATTTGGAC 60 
TTTCCGCCC 69 
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CLAIMS 

1, A recombinant Sendai virus containing a genome having a desired 
foreign gene inserted, or a desired gene deleted or inactivated, 

5 but retaining the disseminative capability. 

2 . The recombinant Sendai virus of Claim 1 in which one or more than 
one gene encoding functional proteins are altered. 

10 3. The recombinant Sendai virus of Claims 1 or 2 comprising a foreign 
gene capable of being expressed in hosts. 

4 . An RNA molecule comprising RNA contained in the recombinant Sendai 
virus of any one of Claims 1-3. 

15 

5 . An RNA molecule comprising cRNAs of RNAs contained in the recombinant 
Sendai virus of any one of Claims 1-3. 

6. A kit comprising 
20 a. a DNA molecule containing a template cDNA capable of transcribing 
RNA of Claims 4 or 5, and 

b. a unit capable of transcribing said RNA of Claims 4 or 5 with 
said DNA as template in vitro or intracellular ly. 

25 7. A kit comprising 

a. a host expressing the NP, P/C and L proteins of Sendai virus (each 
protein may be replaced with a protein of an equivalent activity) , 
and 

b. the RNA molecule of Claims 4 or 5 . 

30 

8 . A method for producing the recombinant Sendai virus of any one 
of Claims 1-3, comprising transfecting RNA of Claims 4 or 5 to a 
host expressing the NP, P/C and L proteins of Sendai virus (each 
protein may be replaced with a protein of an equivalent activity) . 

35 

9. A kit consisting of the following three components. 
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a. a host expressing the NP, P/C and L proteins of Sendai virus, 

b. a DNA molecule containing a template cDNA capable of transcribing 
RNA or cRNA of any one of Claims 4 or 5, and 

c . a unit capable of transcribing RNA of Claims 4 or 5 with said 
DNA as template in vitro or intracellular ly. 

10. A method for producing the recombinant Sendai virus of any one 
of Claims 1-3, wherein said method comprises introducing a DNA molecule 
containing a template cDNA capable of transcribing RNA of Claims 
4 or 5, and a unit capable of transcribing RNA of Claims 4 or 5 with 
said DNA as template in vitro or intracellular ly into a host expressing 
the NP, P/C and L proteins of Sendai virus. 

11. A method for producing a foreign protein, comprising a process 
of infecting a host with the recombinant Sendai virus of Claim 3, 
and recovering expressed foreign proteins . 

12 . A culture medium or chorio-allantoic fluid containing the expressed 
foreign proteins obtainable by transfecting the recombinant Sendai 
virus of Claim 3 to a host, and recovering said culture medium or 
chorio-allantoic fluid. 

13. A DNA molecule for expressing a protein encoded by a foreign 
gene integrated into a Sendai virus vector comprising said foreign 
gene inserted downstream of a promoter in an (antisense) orientation 
for the transcription of antisense RNA encoding said protein and 
said promoter. 
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ABSTRACT 

A method for regenerating Sendai virus particles by transfecting 
the Sendai virus genome to a host expressing all genes for the initial 
5 viral replicationhas been developed, enabling the genetic manipulation 
of Sendai virus and effective utilization of said virus as the vector. 
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